Quantitative RT-PCR expression analyses of PRP, PH1 and PH2 in seedlings upon various abiotic stress treatments. Seedlings were grown in liquid culture for two weeks in 24-well microtiter plates. A. Cold treatment (4°C) was performed by exchanging the medium against fresh precooled medium and placing the plate on ice. B. Heat stress (37°C) was induced by exchanging the medium against preheated medium and incubating the plate in an adjusted incubator (37°C). C. Salt stress was induced by adding NaCl to a final concentration of 250 mM. D. Drought stress (desiccation) was induced by removing seedlings from the media and placing them on paper tissue to absorb excess liquid, forcing them to dry during the time course of the experiment. Samples were harvested at the indicated time points. Total RNA was isolated, reverse transcribed and used for quantitative realtime PCR to measure PRP, PH1 and PH2 transcript levels relative to PP2A. No statistical significant differences were observed between the samples (n = 4; Kruskal-Wallis One-way ANOVA with Dunns posttest). The experiment was repeated twice with similar results. MAPK activation profile was visualized by immunoblot with antibodies recognizing the phosphorylated "TEY" motif within the activation loop. Three-week-old adult plants (A) or 10 day-old seedlings (B) were treated with flg22 or H2O2 and collected at the indicated timepoints. Amido black staining of the Rubisco large subunit band is used to gauge equal loading. 
